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t^^y SKOUENCE LI ST IMG 

110- Sloan-Kettering Institute for Cancer Pe:;-arch 
R t hman , J a n-.e s E . 
Miyhew, Mark 
H:;e, Mee H . 
Houghton, Alan 
Hart 1, Ul r irh 
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Moroi , Yoi chi 

-:120> CONJUGATE HEAT SHOCK PROTEIN - BINDING PEPTIDES 

• 1 30 • 1 174 6/4 6 002 

• : i 4 ( ■ • 10/053,498 
= 14'..- 2 ! ) 0 2 - 0 1 - 1 7 

:150> 08/961 , 707 

• 151> 1**97-10-31 

• 160,- 32 1 

170 • WordPerfect 8.0 for Windows 

•7110 - 1 
■ ■ 2 1 1 > 8 

l 2 . PPT 
■213- Artificial Sequence 

« 2 2 0 > 

« 223> peptide in ml3 coliphage 
< 4 0 0 > 1 

His Thr Thr Val Tyr Gly Ala Gly 
1 5 

- ' 1 0 > 2 

- : 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 
<400> 2 

Thr Glu Thr Pro Tyr Pro Thr Gly 
1 5 

<210> 3 
<211> 8 
<2 12> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<400> 3 

Leu Thr Thr Pro Phe Ser Ser Gly 
1 5 
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110 > 4 

• 111- 8 

-.:i2.> P FT 

2 1 3 - ■ Art i f i c l a ] r r j q urn r r* 

-22 0 > 

-2 23 > peptide in ml 3 col i phage 
< -400> 4 

■My Val Pro Leu Thr Met Asp Gly 
1 5 

-210^ 5 
211 - S 
-:212 - PRT 

-2 13 > Artificial Sequence 

•: 220 /■ 

2 2 3- peptide in ml 3 coir phage 
--4 0 0... b 

Lys Leu Pro Thr Val Leu Arg Gly 
1 5 



2 10 
211 

: 2 1 2 
: 2 1 3 



PRT 

Artificial Sequence 



•:2 20> 

•:223> peptide in ml 3 coliphage 
-:400> 6 

Cys Arg Phe His Gly Asn Arg Gly 

i b 

< 210> 7 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<: 2 2 0 > 

<223> peptide in ml 3 coliphage 
<4 00> 7 

Tyr Thr Arg Asp Phe Glu Ala Gly 
1 5 

<210> 8 
<211> 8 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 
<4 00> 8 

Ser Ser Ala Ala Gly Pro Arg Gly 
1 5 



2/65 



- 2 1 5 • At t i f i cm a 1 Sequence 
2 2 0 .. 

• - 2 2 3 . - peptide in ml 3 co 1 i ph age 

•-4 0 0 •• l* 

Ser Leu lie Gin Tyr Ser Arg Gly 
1 5 

■210* 10 

- 2 1 1 I' 

< 2 1 2> F'RT 

2 1 .i- * Artificial Sequence 



!2 0 



' 2 2 0 ■ 

<221 . M I SC_FEATUR E 

- 222 • (7) . . (7) 

< 2 2 } • unknown 

< 1 0 0 • 10 

Ar,p Ala Leu Met Trp Pro Xaa Gly 



<:2 10:- 11 

<211> 8 

< 2 1 2 : - PRT 

<213> Artificial Sequence 
<220> 

<:223:- peptide in ml 3 coiiphage 
<2 20 > 

<22 1> M T SC_FEATURE 

<222 > (3) . . (3) 

<2 23 > unknown 

<400> 11 

Ser Ser Xaa Ser Leu Tyr He Gly 
i b 

<210> 12 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coiiphage 
< 4 0 0 > 12 

Phe Asn Thr Ser Thr Arg Thr Gly 

1 5 



<2 10> 13 
<211> 8 



.2 12 • PPT 

.2 13 Artificial Sequence 



22 5 • peptide in m!3 coliphage 

■-400- 13 

Thr Val Gin His 7a 1 Ala Phe Gly 
1 5 

■rjlO.. 14 
■: .*. 1 1 ■> 8 

• :• i : •• prt 

•'.■]••> Artificial .Sequence 

< :■ 2 o > 

-J2 3> peptide in ml 3 col i phage 
« : 4 0 0 > 14 

A:*p Tyr Ser Phe Pro Pi o Leu Gly 
I 5 

<- i o > i 5 

< :: 1 1 > r 

<?12> PRT 

< 1: 1 3 > Artificial Sequence 

< ? 2 0 > 

< :: 23 > peptide in ml 3 coliphage 

< 400 > 15 

Val Gly Ser Met Glu Ser Leu Gly 
1 5 

<210> 16 

< 2 1 1 > 8 
<212> PPT 

<2jlj> Artificial Sequence 
<220 > 

<223 > peptide in ml 3 coliphage 
<220> 

<22 1> MIS C_FEATUR E 
<222 > (2) . . (2) 
<223> unknown 

< 2 2 0 ^ 

<221> MISC_FEATURE 
<222;> (6) . . (6) 
<223> unknown 

<400> 16 

Phe Xaa Pro Met lie Xaa Ser Gly 
1 5 

<210> 17 

< 2 1 1 > 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 



• - 2 2 0 

•223> peptide in ml 3 coJ iphage 



-.4 00 /- 1 7 

Ala Pro Pro Arg Va 1 Thr Met Gly 

1 5 

-210:-. 18 

•211 > 8 

2 1 2 > PRT 

• 1! 1 3 > Artificial Sequence 



•223:- peptide in ml3 coliphage 
• 4 {J u > i « 

Me Ala Thr Lys Thr Pro Lys Gly 



• 2 1 1 :• 8 

• 21 2 > PRT 

•213> Artificial Sequence 

• 2 2 0> 

•223> peptide in ml3 coliphage 
«4 00> 19 

Lys Pro Pro Leu Phe Gin lie Gly 
1 5 

< 2 1 0 > 2 0 

< 2 1 1 > 8 
<212> PRT 

<2±3> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

<400> 20 

Tyr His Thr Ala His Asn Met Gly 
1 5 

<210> 21 

<211> 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

<400> 21 

Ser Tyr lie Gin Ala Thr His Gly 
1 5 

<210> 22 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
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'■22 0 • 

•-22 3- peptide in m 1 3 col iphag? 



- 4 0 0.- 22 

Ser Cer Phe Ala Thr Phe Leu Gly 
1 5 

■■210.- 23 

•'211:. 8 

-212 PPT 

<213> Artificial Sequence 
<22 0 > 

- 2 2 3- peptide i f i m 1 3 c o 1 i p i i a q e 
<-IOO.- 23 

Thr Thr Pro Pro Asn Phe Ala Gly 



2 1 0 • 


24 




211.. 


8 




212:- 


PRT 




2 13:- 


Art i f ic i a 1 


Sequence 


22 0:- 






2 2 3:- 


peptide in 


ml 3 col iphage 


400: 


24 





lie Ser Leu Asp Pro Arg Met Gly 
1 S 

<210> 2 5 

<211;- 8 

2 12 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<4 00> 2 5 

Ser Leu Pro Leu Phe Gly Ala Gly 
1 5 

<210> 26 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

<400> 26 

Asn Leu Leu Lys Thr Thr Leu Gly 
1 5 

< 210 > 27 

<211> 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 



• 2 2 0 ■ 

-22 3 > peptide in ml 3 col i phage 
-4 00:. 2 7 

A s p G 1 n A s i j L e u P r o A I 9 A rg G 1 y 
1 r , 

-210 > 2 8 
-211 > 8 

■ 2 12 > PRT 

• 2 13> Artificial Sequence 
•-22 0 > 

-2 23 > peptide in ml 3 col iphaye 
-400-> 28 

Cor His Phe Glu Gin Leu Leu Gly 
1 5 

■ 2 i 0 > 2 9 
. 2 1 "! > 8 

• 21 2 > PRT 

-213> Artificial Sequence 

■ 22 0> 

*223> peptide in ml 3 coliphage 

- 1 00 > 2 9 

Thr Pro Gin Leu His His Gly Gly 
1 5 

-210> 30 
<211> 8 
-212 > PRT 

<213> Artificial Sequence 
< 2 2 0 > 

<2 23_- peptide in ml 3 col iphaye 
<400> 30 

Ala Pro Leu Asp Arg lie Thr Gly 
1 5 

<210> 31 
<211> 8 
<2 12> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<4 00> 3 1 

Phe Ala Pro Leu lie Ala His Gly 
1 5 

< 2 1 0 > 32 

< 2 1 1 > 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 



22 3 > 



peptide in ml 3 col i phage 



4 0 C > 


3 2 




: 'er I rp Tie Gin 
1 


Thr Ph^ Met Gly 

5 


: 2 1 0 > 
•'211 - 
•-2 1 2 .. 
213 • 


3 3 
8 

PRT 

Art i f i c i a 1 


S e q u e n c e 


-•22 0 • 
' 2 2 3 • 


peptide in 


ml 3 roliphaqe 


< I 0 0 • 


3 3 




Asn Thr Trp Pro 
1 


His Met Tyr Gly 
5 


< 2 1 0 : 

< 211:- 
2 1 2 : • 

< 213:- 


) A 
Q 

PRT 

Art i f ic i al 


Sequence 


•-22 0: 
< 22 3> 


peptide in 


ml 3 coliphage 


< 4 0 0 > 


34 




Glu Pro Leu Pro Thr Thr Leu Gly 
1 5 


<210> 

< 2 1 1 > 

< 2 1 2 > 

< 2 1 3 > 


35 
8 

PRT 

Artificial 


Sequence 


<220> 
- 2 2 3 > 


peptide in 


ml3 coliphage 


<400> 


35 





His Gly Pro His Leu Phe Asn Gly 
1 5 

<210> 36 

<211> 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml 3 coliphage 

<100> 36 

Tyr Leu Asn Ser Thr Leu Ala Gly 
1 5 

<210> 37 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
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• 22 S> peptide in ml 3 col i phage 

• 4 0 3 3 7 

His Leu His Ser Pro Ser Gly Gly 
I 5 

-2 10-> 3 8 

<:.l\l.> 2 4 

•-::i2> dna 

-213:> Artificial Sequence 

•::20:> 

:.'..'.}:> DNA insert in Ml J co i i phage 



: 100:- 3 8 

i-Mtacgactg tttatggggc tggt 

■:..* 10> 39 
: 2 1 1 ; ■ 2 4 

• ::i2.> dna 

• :213:» Artificial Sequence 

•:220:- 

•22 3:- random DNA in ml 3 coliphage 
•400:. 39 

actgagacgc cttatcctac tggt 

<:210> 40 
-:2 11> 2 4 
<212> DNA 

<:213;> Artificial Sequence 
« 220 :> 

<22 3-- random DNA in ml 3 coliphage 
<400> 40 

cttactactc cgttttcgtc gggt 

<210> 41 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 
<400> 41 

99tgtgcctc ttacyatyya tggt 

<210> 42 
<211> 24 
< 2 1 2 > DNA 

<213> Artificial Sequence 



<220> 

<223> random DNA in ml 3 coliphage 



-4Cm.i> -12 

lagrttccga ctgttctgcq gggt 

'210. 43 
■'2 11 > 2 4 
- 2 1 1: > DNA 

•:.":l3-» Artificial Sequence 

• 2 2 0 > 

■223-> random DNA in ml 3 coliphage 

• 4 0 0 > 4 3 

r gtcgct tr c atgqgaatcg tggt 

• 2 1 0 > 4 4 

• :: 1 1 > 24 

• 2 1 2 > DNA 

•213 > Artificial Sequence 

• 220 > 

223 > random DNA in ml 3 coliphagc 

• 4 00 • 44 

tatactcggg attttgaggc tggt 

-210- 45 
- 2 11:- 24 
"2 12:- DNA 

<213> Artificial Sequence 

• 2 20> 

-223> random DNA in ml 3 coliphage 
*- 4 0 0 > 4 5 

tcqtcggcgg ctggtccgcg gggt 

< 2 1 0 > 4 6 
<211> 24 
<2 12> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> random DNA in ml3 coliphage 
<400> 46 

tctctgattc agtattcgag gggt 

<2 1 0> 47 
<211> 24 

< 2 1 2 > DNA 

<2U> Artificial Sequence 

< 2 2 0 > 

<22 3> random DNA in ml3 coliphage 
<220> 

<221> M I S<2_ FEATURE 
<222> (19) . . (19) 

< 2 2 3 > unknown 



2 4 



24 



24 



24 
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-400- 47 



'} i '} 1 o 1 t a tgtggcctnt ggg t 



2 10 
-2 11 
2 12 



4 3 
2 4 
DNA 

Artificial Sequence 



• 2 2 3 • r andom DNA in ml 3 col i phage 



• 2 7: ?. •* unknown 

• 4 00.. 4 8 

t cgt ctcntt cgttgtatat tggt 

-210: 4 9 

- 2 11:. 2 4 

- 2 1 2 > DNA 

-213> Artificial Sequence 

<2 20> 

- 223> random DNA in ml3 coliphage 
« 4 0 0 > 4 9 

tttaatactt cgacgcgtac gggt 

<-210> 50 
-2] 1> 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 

< 2 2 0 > 

**" 2 2 3 > r indom DNA in m 1 3 co i i phaqe 
< 4 0 0 > 5 0 

actgtgcagc atgttgcttt tggt 

< 2 1 0 > 51 
<211> 24 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 
<400> 51 

gattattctt ttccgcctct tggt 

<210> 52 

<2 11> 2 4 

< 2 1 2 > DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in m!3 coliphage 




MISC FEATURE 
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4 C 0 ■ S 2 



y r - C J'J 19 1 r t a t cjgag t eg 1 1 ggg t 

• 210 > 5 3 
2 1 i 2 4 

• 2 1 2 -< DNA 

113 > Artificial Sequence 

•-2 20 > 

- 22 3 • random DNA in ml 3 col iphaqe 

••22 0 > 

-2 21 > MI SC_ FEATURE 

• 222.^ (6) . . (6) 

• 22 3.' unknown 



• 221> MISC_FEATURE 
- 222;- (16) . . (16) 
■ * 2 2 3 : • unk nown 



■ 22 1; MISC_FEATURE 

• 222; (18) . . (18) 

• 22 3 > unknown 

• 4G0> 5 3 

tttcanccga tgattngntc gggt 

<-210> 54 

< 2 1 1 > 24 

< 2 } 2 > DNA 

*-213> Artificial Sequence 

<220> 

<223> random DNA in ml 3 coliphage 
< 4 0 0 > 5 4 



gcgcctccgc gggttactat gggt 

< 2 1 0 > 55 
<211> 24 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

< 2 2 3 > random DNA in ml 3 coliphage 
<400> 55 

attgetaega agacgectaa gggt 

< 2 1 0 > 5 6 

< 2 1 1 > 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 

< 2 2 0 > 

< 2 2 3 > random DNA in ml 3 coliphage 

<400> 56 
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-laycctccgt tqtttciq.it tggt 

■~210> 5 7 

• . Z 1 1 > 2 4 

■-:i2> DNA 

-2 1 -i -> Artificial Seauenre 

• - n 2 o > 

• ."2 3 > random DNA in ml 3 col i phage 
100 • 5 7 

t atcatactg ctcataatat gggt 



21 



210 


E S 




Ill • 


2 4 




21 2 ■ 


DNA 




213 ■ 


Artificial 


Sequence 


220 






2 2 3 


random DNA 


in tv. 1 3 col 


o 0 ■ 


5S 





* : l 0 : • 


59 




< 2 1 1 : • 


24 




• 212:. 


DNA 




-2 13:- 


Art i f ici al 


Sequence 


< 220:- 






-223 > 


random DNA 


in ml3 col i phage 


< 4 0 0 > 


59 





2 4 



tcrtatattc aggctacgca tggt 24 



tcgtcttttg ctacttttct tggt 24 

<: 2 1 0 > 6 0 
<211> 2 4 

< I 2 > DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 
<400> 60 

acgactccgc cgaattttgc gggt 24 

<210> 61 

< 2 1 1 > 24 
<2 12> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> random DNA in ml 3 coliphage 
<4 00> 61 

atttctcttg atccgcgtat gggt 24 

<210> 6 2 
<211> 24 
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• :: l 2 ■ i i j a 

• 2 1 i ■■ Ar t i f" i c i a 1 Sequence 

- 2 2 0 

-2 2 3:- random UNA in ml 3 ml i phage 

■10 0,- 6 2 



cgctgccgc tgtttggtyc gggt 



-210 > 


6 3 


■-2 1 1 > 


24 


•:212 > 


DNA 


213 > 


i L, J. X JL \~ _L ct _L 






• J 2 3 > 


random DNA 


■■100- 


63 


a a t c t 1 


"mra agact; 


2 1D> 


64 


• ::i i > 


24 


• 212:- 


DNA 


< 213:. 


Art i f ic ial 


« 2 2 0-. 




< ::2 3 > 


random DNA 


< -I 0 0 > 


64 



;ggt 



<2 10 
<2 1 1 
<212 
<213 

<220; 



> 67 
24 
DNA 

Artificial Sequence 



24 



gatcagaatc tgccgcggcg gggt 24 

<210> 65 

< 2 1 1 > 2 4 
<212> DNA 

<213:> Artificial Sequence 

<223> random DNA in ml 3 coliphage 

< 4 0 0 > 6 5 

agtcattttg agcagctgct tggt 24 

<210> 66 

< 2 1 1 > 24 
<2 12 > DNA 

<213> Artificial Sequence 

<22 0 > 

<223> random DNA in ml3 coliphage 
<400> 66 

acgccgcagc ttcatcatgg tggt 24 
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-22 S ■ ranch :m r ■ r J A in ml 3 coliphage 

■4 00 • 0 7 

■ jcgcct "tcjg ataggattac qqqt ^4 

2 10- 08 
2 1 1 •■ 2 4 
2 1 2 -• UNA 

2 1 3 ■ Artificial Sequence 
22 0> 

22 3 > random DNA in ml 3 col i phage 

•400- 08 

t^tgegcctc ttattqcgca tggt 24 

210> 69 

• 2 1 1> 2 4 

• 2 1 2 > DNA 

• . . 1 • A rt i f ic ial Sequence 
2' 2 • * > 

• ^ 2 2. • random DNA in ml 3 coliphage 

■ 4 0 0 : . c 9 

tcgtggattt agacgtttat gggt 24 

< 2 10:> 7 0 

< 2 1 1 :> 2 4 
<212> DNA 

<213> Artificial Sequence 

< 2 2 0 

<223> random DNA in ml3 coliphage 

<400> 70 

H-t -icttggc ctcaLdtgLa tggt 



<2 1 0 > 71 
<211> 24 
<2 12> DNA 

<213> Artificial Sequence 
<220 > 

<22^> random DNA in tnl3 coliphage 
<400> 71 

gagcctcttc cgactacgtt gggt 

<210> 72 

-211 24 

<2 12 • DNA 

<213 > Artificial Sequence 

<220> 

<223> random DNA in ml3 coliphage 

< 4 0 0 > 7 2 



24 



24 
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r;it '-j'Kjcct c atctgt ttaa t ggt 

2 10- 73 
• 21 ! • 2 4 
-212. DNA 

-21- Artificial Sequence 



22.-. .■ i andom DNA in ml 3 ccliphage 
40m ■ 7 3 
ratctgaatt ctacgcttqc tggt 

21 0 ■ "4 

■ 2 1 "I 2 4 

2 12 • DMA 

Artificial Sequence 

• 2 2 0 • 

• 22 3> peptide in ml 3 coliphage 

• 4 0 0 > 7 4 

ratcttcata gtccgtcggg gggt 

- 2 1 0 > 7 5 

■ 2 1 1 > 8 

< 212 > PRT 

-213> Artificial Sequence 

< 22 0> 

<223> random peptide in ml3 coliphage 

<4 00> 75 

Thr Leu Pro His Arg Leu Asn Gly 



1 




5 


<2 10 > 
< J. i 1 . 


76 
B 




< 2 1 2 

<2 13 • 


PRT 

Arti f icial 


Sequence 


•:220 - 
•:223> 


peptide in 


ml3 coliphage 


:400> 


76 




Ser Ser Pro Arg Glu Val His Gly 
1 5 


-210 > 
< 2 1 1 > 
<2 12 > 

<- 2 1 3 > 


77 
8 

PRT 

Artificial 


sequence 


< 2 2 0 > 

< 2 2 3 > 


peptide in 


m!3 coliphage 



<400> 77 

Asn Gin Val Asp Thr Ala Arg Gly 
1 5 
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' : i o ■ 
• : 1 1 ■ b 
7 i 2 ■ prt 

1: 1 3 ■ Artificial S e q u e n c e 

■ i :; o • 

-223 peptide in ml 3 col iphage 
•4 0 0- 73 

Tyr Pro Thr Pro Leu Leu Thr Gly 
1 5 

2 1 0 > 7 9 

-'12' 8 

- . i 2: > PRT 

< 2 1 3 > Art i f i c i a 1 Sequence 

-220 > 

-223: peptide in ml 3 col iphage 

■1 0 0 > 7 9 

Hie Pro Ala Ala Phe Pro Trp Gly 
1 5 

- 2 1 0 > 8 0 
r2 1 1 > 8 

2 1 2 > PRT 

-2 13> Artificial Sequence 

•:22 0> 

■:223> peptide in ml3 coliphage 

•:400> 80 

Leu Leu Pro His Ser Ser Ala Gly 
1 5 



< 2 1 1 > 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

< 2 2 3 > peptide in ml3 coliphage 
<400> 81 

Leu Glu Thr Tyr Thr Ala Ser Gly 
1 5 

< 2 1 0 > 82 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

< 4 0 0- 82 

Lys Tyr Va 1 Pro Leu Pro Pro Gly 
1 5 
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:: U • 8 

::i2:- f-pt 

21- - Artificial Sequence 



2 2 3.- peptide in ml 3 col i phage 
-•100.. 33 

A i a Pr o Leu A 1 a Leu H i r> A la G 1 y 
1 5 



'210 > 


84 




2 1 1 j 


g 




2 1 2 - 


PPT 




2 I 3 ■» 


Artii icia] 


Sequence 


2 2 0 > 






22 3 > 


peptide in 


ml 3 col i phage 


■i 0 0 > 


8 4 




yr G 


ill Ser Leu 


Leu Thr Lyu Gl 


1 




5 


2 1 0 > 


85 




:; 1 1 > 


8 




2 12> 


PRT 




2 13 > 


Art i f icia 1 


Sequence 


2 2 0 > 






2 2 3 > 


peptide in 


ml3 coliphage 


•1 0 0 > 


85 





Ser His Ala Ala Ser Gly Thr Gly 
1 5 

-■210 > 8 6 

ii.. s 

<2 12> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<400> 86 

Gly Leu Ala Thr Val Lys Ser Gly 
1 5 

< 2 1 0 > 87 

-211 > 8 

-212 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

< 2 2 3 > peptide in ml 3 coliphage 
<400> 87 



Gly Ala Thr Ser Phe Gly Leu Gly 
1 5 



■211- 8 
2 1 2 ■ F FT 

2 1 ■ • Art if i c i a ] Sequence 



■ 22- > peptide in rn!3 coliphage 
•'400.. 88 

Lys Pro Pro Giy Pro Va 1 Ser Glv 
1 



: 2 1 C 


3 9 




111 


> M 




■■; ii 


~> PPT 




■21 j 


> Artificial 


Sequence 


■ : 20 






• .'2 3 


> pept i de i n 


ml 3 col i phage 


i 0 0 


f : ; n 




Thr 


Leu Tyr Va 1 « 


^er Giy Asn Gl 


1 






• 210 






• 211 


- 8 




• 212 


• PRT 




• 2 1 3 


Artificial 


Sequence 


< 22 0 






«• 2 2 3 


* peptide in 


ml3 coliphage 


< 4 00 


- 9 0 





His Ala Pro Phe Lys Ser Gin Giy 
1 5 

<2 10 91 

< 2 1 1 ■ 8 
<2 12 PRT 

<213 > Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml 3 coliphage 

< 4 0 0 > 91 

Val Ala Phe Thr Arg Leu Pro Giy 
I 5 

< 2 1 0 > 92 

< 2 1 1 > 8 
<212> PRT 

<2li> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

< 4 0 0 > 92 



Leu Pro Thr Arg Thr Pro Ala Giy 
1 5 



:: i o • i 

:. 1 1 ■ s 

:i: ■ frt 

2 1 I •■ Art if ici.i I fc-quenc 



. ': 2 2 p o p t i d e l n m 1 3 c o 1 i p h a g e 

100 • 93 

Ala Ser Phe Asp Leu Leu lie Glv 
1 

• ::\o> 94 
.": 1 ! . . y 

• ^ 1 3 Ar t i f i c i a 1 S e q u encc 

- 7:2 0 > 

-:*2 3> peptide in ml 3 col i phage 

!!)(.)•, ?4 

Arq Met Acn Thr Glu Pro Pro Gly 
1 

• :• 1 0 > 95 

- ::• i l > 8 

■ 1' 1 2 > PRT 

■213> Artificial Sequence 
«■ 22 0:> 

«223 > peptide in ml 3 coliphage 
<400> 95 

Lys Met Thr Pro Leu Thr Thr Gly 
1 5 

• 2 1 0 : 96 
".2 11::- 8 
<2 12> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

<400> 96 

Ala Asn Ala Thr Pro Leu Leu Gly 
1 5 

<210> 97 
<2 11 > 8 
<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

< 4 0 0 > 9 7 

Thr lie Trp Pro Pro Pro Val Gly 
1 5 
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• i o ■ 

- :: J 1 - 8 

• fft 

' f ; 1 3 ■ Artificial St'-quencf 



2 2 3 . p e p t l c \ e in 

•ICO:- 9 3 

Gl n Th r Lys Va 1 
1 

::io> 9 9 

.12:- 5 

'•12-' PKT 

.: M > Art i f icia 1 
.'20> 

2 23 > peptide in 



ml 3 c:o 1 i phage 



Met Th r Thr Gly 

5 



Sequenrp 



ml 3 co 1 i phage 



A :-. n His A 1 a Va 1 Ph e Ala S e r G 1 y 
1 5 

210> 100 
■ :: 1 1 > R 

• 212> PRT 

• 2 1 3 > Artificial Sequence 
. 22 0> 

- 223> peptide in ml3 coliphage 
2 2 0 > 

*221> MISC^FEATURE 
< 2 22> (5) . . (5) 

- 2 2 3 > unknown 

* 4 0 0 10 0 

Leu His Ala Ala Xaa Thr Ser Gly 
1 5 

<210> 101 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<400> 101 

Thr Trp Gin Pro Tyr Phe His Gly 
1 5 

<2 10> 102 
<2 11 > 8 
<2 12> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
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400 ■■ in;: 



Al -i Pr o Leu Ala Leu Hir Ala Gly 



■ 21 0-- 10: 
■■2 1 1 ■ 8 

■•212 • ppt 

•21 i ■ A. it if i c i a 1 Sequenre 
2 2 0 > 

223> peptide in ml 3 coliphage 
4 C 0 > 1 0 3 

Thr Ala Hi g Asp Leu The Va 1 Giy 

-2 1 0> 104 
: 2 1 1 > 8 

. - : n ? -> ppt 

213> Artificial Sequence 
2 2 0 • 

223> peptide in ml3 coliphage 
4 00 > 1 04 

Ar.n Met Thr Asn Met Leu Thr Gly 
1 5 

<-210> 105 

-211> 8 

2 1 2 > PRT 

< 213> Artificial Sequence 

<- 2 2 0 > 

< 223> peptide in ml 3 coliphage 
- 4 0 0 > 10 5 

Gly Ser Gly Leu Ser Gin Asp Gly 
1 5 

<210> 106 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml 3 coliphage 
<400> 106 

Thr Pro He Lys Thr He Tyr Gly 
1 5 

< 2 1 0 > 107 

< 2 1 1 > 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml 3 coliphage 
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- -1 j ■■r; 

> <7r -r Hi:- :/ju Tyr Arg Cer Cer Gly 
1 5 

■210- 10 3 

•211 • 2-4 

••212 • LNA 

■213- Ar t i f ici al Sequence 
o 'i <-j 

'22-'.. random DNA in ml 3 col i phage 

40'i, 108 

id i Ujcctc atcqfrtgaa *"ygt ~ 4 

2 1 (' - 10? 
,M 1 2 4 

• 2 12 ,> DNA 

2: 1 /. > Artificial Sequence 

:: 20 > 

• .-23. random DNA in ml j coJ iphage 

• 4 00 ■ 109 

Nrgagtccga gggaggttca tggt 24 

- .'10 > 110 

• .': 1 1 > 2 4 

< 2' 1 2 > DNA 

<213> Artificial Sequence 

- 22 0 • 

<-223 > random DNA in ml3 coliphage 

<~4 00 > 110 

a/itcaqqttg atacggctcq qqqt 24 

<210> 111 

<211; 24 

<- 2 1 2 > DNA 

<213.> Artificial Sequence 
<220 

<223 random DNA in ml3 coliphage 

< 4 0 0 > 111 

tatcctacgc cgctgctgac tggt 24 

<210> 112 

< 2 1 1 > 2 4 

<" ~* 1 2 DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<2 23 > random DNA in ml3 coliphage 

< 4 0 0 > 112 

catcctgctg cttttccttg gggt 24 
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• 2 i o . - Hi 

■21 1 ■ 24 

• > dna 

■213.- Artificial Sequence 

■ ■ :.: 2 o > 

■ 2 2 ^ •• rand cm DMA in ml 3 col i phage 
- -5 0 0 > 113 



ct.tcttccgc at tctagtqc tggt 24 

- 2 1 0 > 114 
2 1 1 > 2 4 
212> DNA 

2 1 3 -> Artiticiri J S e q > i e n c c 

- ? 7 0 :> 

:223 > random DNA in ml 3 col i phage 

: 4 0 0 > 114 

■•'fqagactt atneggctto t ggt 24 

2 10> 115 

• 2 1 1 > 24 

2 12> DNA 
•213> Artificial Sequence 

220 > 

-223> random DNA in ml3 coliphage 

• 4 0 0 > 115 

aagtatgtgc ctctgccgcc gggt 24 

< 2 1 0 > 116 
<2 11:> 24 
'2 12;> DNA 

• 213> Artificial Sequence 

•:22 0> 

«:223> random DNA in ml3 coliphage 
<:400> 116 

gcgccgttgg ctctgcatgc gggt 24 

<210> 117 

< 2 1 1 > 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 
<400> 117 

tatgagtege tgctgactaa gggt 24 

< 2 1 0 > 118 
<211> 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 
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22 o > 

2 2 3 > i- a rid cm DNA in ml 3 col i phage 
4 0 0 > 113 

' "t-at.jcu.) ctictgqtac tggt 2 4 

■210 ^ 1 1 9 

2 1 1 ■> 2 4 

• 2 12 DNA 

•213- Artificial Sequenc e 
■ 22 0:- 

• 223 > random DNA in ml 3 coliphage 

• 4 0U> 1 1 9 

qgt tt.ggcga ctgttaagtc tggt 24 



210- 


120 


r . 1 1 ^ 


2 4 


..12 > 


DNA 


J 1 3 


At 1 1 f i cia 1 


2 2 0 > 




; • 2 7 


random DNA 



■ 4 0 0 > 12 0 

ggtgctacgt cttttgggct tggt 24 

• 210> 121 

• 211:> 2 4 
-2 12> DNA 

v213> Artificial Sequence 
<■ 2 2 0> 

< 223> random DNA in ml 3 coliphage 
- 1 00^ 12 1 

aagccgcctg ggccggtgtc gggt 24 

<• 2 1 0 > 122 

< 2 11> 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 
<400> 122 

actctttatg tttctgggaa tggt 24 

<210> 123 

<211> 24 

< 2 1 2 > DNA 

<213> Artificial Sequence 

<220> 

<22 3> random DNA in ml 3 coliphage 

<400> 123 
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■:: a t g c t c c g t ttaagtctra a q q t 



- 2 1 0 > 12 4 

- 2 1 1 > 2 4 

2 12 > DNA 

■ - 2 13- Artificial Sequence 

• 22 0 > 

• 2 2 3 random DMA in ml 3 col i phage 

• 4 00> 124 

qtggcgttta cgcggcttcc gggt 

■ ■J10> 125 
-211:. 24 
•212:- DMA 

<213> Artificial Sequence 

• 22 0> 

<223> random DMA in ml 3 rn I i phage 



< 4 0 0 > 12 5 

ctgccgactg ctacgccggc tggt 

< 2 1 0 > 12 6 
<211> 24 
<212> DIJA 

<-213> Artificial Sequence 
<220> 

<223> random DNA in ml 3 coliphage 
<400> 126 

gcgagttttg atcttttgat tggt 

< 2 1 0 > 127 

< 2 1 1 > 2 1 

< 2 1 2 > DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 

<400> 127 

eggatgaata ctgagcctcc gggt 

<210> 128 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in m!3 coliphage 
<400> 128 

aagatgactc ctctgacgac tggt 

<210> 129 
< 2 1 1 > 24 



2 12- DMA 

2 1 3 > A rtificial S equ e n c e 



: 2 2 C > 

2 2 3 > i dndom DNA in ml 3 co 1 i phage 
-4 00;- 129 



■jcgaatgcgj caret ct get qgqt 



2 10 : 


130 




2 1 1 :» 


2 4 




2 12 ... 


DMA 




2 1 3 > 


Arti fieial 


Sequence 


-20 






2 2 3 


rar.dnn ON A 


in m 1 3 col 


400> 


1.3 0 




rtar ttggc etc c q c 


etqt tggt 


2 1 0 > 


1 3 1 




: i i > 


24 




2 1 2 > 


DMA 




13 > 


Artificial 


Sequence 



- 2 2 0 > 

•223 > random DNA in ml3 coliphage 
• 4 0 0 > 13 1 



cagactaagg tgatgacgac gggt 

- 2 1 0 > 132 
-211> 24 
<- 2 12 > DNA 

<-213> Artificial Sequence 

< 2 2 0> 

<-223> random DNA in ml3 coliphage 
<400> 132 

aatcatgctg tttttgetag tggt 

< 2 1 0 > 133 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in m!3 coliphage 

<r ? 2 0 -» 

< 2 2 1 > MIS C_FEATURE 
<222> (13) . . (13) 

< 2 2 3 > unknown 



<400> 133 



ctgeatgegg etantaegtc gggt 
<210> 134 
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< 2 1 7 > DTJA 

•'213 > Artificial Sequence 

■ .. 2 2 0 > 

<-22?> random ON A in ml3 coliphage 
<4 00> 134 

acgtggcayc cgtattttca tggt 

< 2 1 0 > 13 5 
■:211 > 24 
•212. DMA 

• 2 1 3 > Art i f i ri al Sequence 

• 220 > 

• 223 > random UNA in ml 3 coliphage 
<100. 135 

gcgccgttgg ctctqcatgc yygt 

< 2 ] 0 v 13 6 
<211 • 24 
<2 12;- DNA 

<:.' 13: Artificial Sequence 
<22 0: 

<1'23: random DNA in ml 3 coliphage 
<400> 136 

acggcgcatg atctgactgt tggt 

<210> 137 
<211> 24 

< 2 1 2 > DNA 

<2 3 3 > Artificial Sequence 

< 2 2 C> 

<22 3> random DNA in ml3 coliphage 
<400> 137 

aatatgacta atatgcttac tggt 

<210> 138 
< 2 1 1 > 2 4 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> random DNA in ml3 coliphage 

<400> 138 

ggttctgggc tgtctcagga tggt 

<210> 139 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



-220 > 

■223 > random DNA in m!3 coliphage 



4<»0> 13^ 
j-:g:cgatta agacgattta tggt 

■ 2 1 0 > 14 0 

■ 21 1 > 2 4 

• 2 1 2 > DNA 

• 2 ] 3 > Artificial Sequence 
■•22 0> 

<-22 3> random DNA in ml 3 coliphage 
< 4 t » n : , i4y 

tcgcatctgt atcgttctag tggt 

• 2 1 0 > 14 1 

•* 2 I 1 > 8 

• 212:- PRT 

.:13> Artificial Hequprirp 
2 2 0 > 

223> Random peptides in coliphage M13 

• 4 0 0 > 14 1 

!>?r lie He Asn Phe Glu Lys Leu 
1 5 

<:210> 142 
<211> 4 
<212> PRT 

<213> Artificial Sequence 




peptide in ml3 coliphage 



<400> 



142 



Gly Gly Gly Ser 
1 



<210> 
<2 11> 
<2 12> 
<213> 



143 
8 

PRT 

Artificial Sequence 




peptide in ml3 coliphage 



<400> 



143 



His Trp Asp Phe Ala Trp Pro Trp 
1 5 



<2 10> 

< 2 1 1 > 
<2 12> 

< 2 1 3 > 



144 

8 

PRT 

Artificial Sequence 
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22 3 ; 



peptide in ml 3 coll phage 



4 0 0- 144 

i -he Trp 01 y Leu Trp Pro Trp Glu 
1 

2 1 0 > 14 5 

• 2 n > 5 
::i2> prt 

213 > Artificial Sequence 
220> 

■ 223 > peptide in ml 3 coliphage 

• 4 00> 14 5 

Gin Lys Arg Ala Ala 
1 5 

' 210 > 14 6 

• ; 1 1 •> 5 

• 212> PRT 

• 213 > Artificial Sequence 

- 22 0> 

<-223> peptide in ml3 coliphage 

< 400> 146 

Arg Arg Arg Ala Ala 
1 5 

<210> 147 
<211> 5 
<-212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

< 2 2 3 > pept i dc in m 1 3 co 1 iphage 
<400> 147 

Lys Phe Glu Arg Gin 
1 5 

< 2 1 0 > 148 

< 2 1 1 > 8 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<400> 148 

Arg Gly Tyr Val Tyr Gin Gly Leu 
1 5 

<210> 149 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
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2 2 0 - 

2 2 3 ,> pept ide in ml 3 col i phage 



-400- 149 

Tyr Thr Leu Va 1 Gin Pro Leu 
1 5 

2 1 0 > ISO 

■ 2 1 1 > 7 

2 1 2 • PPT 

2 13> Artificial Sequence 

• 220 > 

.": 2 i> p c p r i dp in mi 3 col i p h a g e 

■ 4 00:> 150 

Thr Pro Asp lie Thr Pro Lys 
1 5 

■;io> isi 

• il. 7 

« :• 1 2 • prt 

<-213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

< 4 0 0 > 151 

Thr Tyr Pro Asp Leu Arg Tyr 
1 5 

<210> 152 

< 2 1 1 > 7 
<212> PRT 

<213> Artificial Sequence 

-220> 

<223> peptide in ml3 coliphage 
<400> 152 

Asp Arg Thr His Ala Thr Ser 
1 5 

<210> 153 
<211> 7 
<2 12> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<400> 153 

Met Ser Thr Thr Phe Tyr Ser 
1 5 

<210> 154 
<21l> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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- 2 2 0 

•223 peptide in ml 3 col i phage 



A 0 0 - 1 r 4 



Tvr C'.ln His Ala Val Gin Thr 



•:210 

• 211 

• 2 1 2 
- 2 1 3 



15 5 

7 

PRT 

Artificial Sequence 



peptide m mli conpnaqe 



,i r. n - nci 



Plie Pro Phe Ser Ala Ser Thr 



on 1 r 



•211. 
•212: 
-213: 

•:22CK 
-223: 



PRT 

Artificial Sequence 



peptide in ml3 coliphage 

-; 4 0 0 > 1 5 6 

Ser Ser Phe Pro Pro Leu Asp 
1 5 

<210> 157 
•:211> 7 
<212> PRT 

-21 3 ~> Artificial Sequence 

:22^>> 

<223> peptide in ml3 coliphage 
<400> 157 

Met Ala Pro Ser Pro Pro His 
1 5 

<210> 158 
<211> 7 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 
<400> 158 

Ser Ser Phe Pro Asp Leu Leu 
1 5 

< 2 1 0 > 159 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
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2l> peptide in ml 3 coliphage 



<4C0> 159 

His Ser Tvr Asn Arg Leu Pro 
1 ^ 5 

< 2 I 0 > 16 0 

< 2 1 1 7 

<" 2 12: PRT 

<213> Artificial Sequence 

< 2 2 0: 

■t-:; *.:- peptide in -13 coliphage 

< 4 0 0 : ■ 16 0 

HiF I.eu Thr His Ser Gin Arg 

« '.' 1 0 :■• 16 3 

< 211 7 
«212r- PRT 

.213:- Artificial Sequence 
- 2 2 0 > 

«:223> peptide in ml3 coliphage 
• :400-» 161 

Gin Ala Ala Gin Ser Arg Ser 
1 5 

<210> 162 
<211> 7 
<2 12> PRT 

<r,2 1 3 > Artificial Sequence 
<LZ0> 

<223> peptide in ml3 coliphage 
<400> 162 

Phe Ala Thr His His He Gly 
1 5 

<210> 163 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in m!3 coliphage 
<400> 163 

Ser Met Pro Glu Pro Leu He 
1 5 

<21Q> 164 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



-22 0 > 



• 2 2 3 


- peptide in 


ml 3 col iphage 


;4 00 


: 164 




rie 


Pro Arg Tyr 


His Leu He 


1 




5 


-2 10 


i 1 b 5 




-211 


> 7 




<-212 


> PPT 




-213 


: Artificial 


Sequence 


<: 22 0 








P^P*" 1 cle 1 n 


ml 6 col iphage 



Ser Ala Pro His Met Thr Ser 

5 



1 






} f. 6 


.:: 211; 


7 


-212: 


PRT 


<213> 


Art i f ic i al 


•220:- 




<22 3 > 


peptide in 


<:400:- 


166 


Lys Ala Pro Val 


1 




<210> 


167 


<: 2 1 1 > 


7 


<212> 


PRT 


<213> 


Artificial 


<: 2 7. 0 




<223> 


peptide in 


<400> 


167 


Leu Pro His Trp 


1 




<210> 


168 


< 2 1 1 > 


7 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


peptide in 


<400> 


168 


Ala Ser Ala Gly 


1 




<210> 


169 


<211> 


7 


<212> 


PRT 


<213> 


Art i f icial 
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peptide in ml 3 col i phage 



-.4 ■)■':. 163 

V,a 1 Th r Pro Ly s Th r G 1 y S e r 
1 5 

■:21«i:- 170 

:2 11: 7 

l. • prt 

•:2 13:- Artificial Sequence 

• : 2 2 0 ' • 

-\'2'V. ppptido in ml 3 coliphaqe 



Glu }fis Pro Met Pro Val Leu 
1 5 

■:21'.i:- 171 

2 1 1 : 7 
:212> PRT 

<:213- Artificial Sequence 

• : 2 2 0 : - 

• :223> peptide in ml3 coliphage 
•:400:- 171 

VaL Ser Ser Phe Val Thr Ser 
1 5 

<210> 172 

2 1 1 > 7 

<212> PRT 

-213: Artificial Sequence 

.;22 0:. 

<223> peptide in ml3 coliphage 

<400> 172 

Ser Thr His Phe Thr Trp Pro 
1 5 

<210> 17 3 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<400> 173 

Gly Gin Trp Trp Ser Pro Asp 
1 5 

-210- 174 

<211:- 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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22 0 

.22 i • peptide in ml 3 col i phage 



-.403 - 1 ' 4 

G I y P r o Pro His Gin Asp S e r 

\ 5 

.: 1 Or- 1 lb 

;: n> 7 

::i2> ppt 

-21 3 > Artificial Sequence 

•:2 20 . ■ 

<.:2~5 ■ peptide in ml 3 col i phage 



Asn Thr Leu Pro Ser Thr Tie 
1 5 

• ; j 1 o . . 17 6 
7 

• .-12 PRT 

:213> Artificial Sequence 

•:2 20:- 

•:: 2 2 3 . peptide in ml 3 coliphage 
:400> 176 

His Gin Pro Ser Arg Trp Val 
1 5 



210 > 111 

2 11;- 7 

2 12; PRT 

2 1 l - Artificial Sequence 

< 2 20^ 

•-222> peptide in ml3 coliphage 

<400> 177 



Tyr Gly Asn Pro Leu Gin Pro 
1 5 

<-210> 178 

<2 11> 7 

<2 12> PRT 

<213> Artificial Sequence 

<: 2 2 0 > 

<223> peptide in ml3 coliphage 

<4 00> 178 

Phe His Trp Trp Trp Gin Pro 
1 5 

<210> 179 

<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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- 2 2 0 : ■ 

. • peptide in ml 3 col i phage 

■ 1 'j 0 1 * * ^ 

lie Thr Leu Lys Tyr Pro Leu 
1 

•210: ISO 

211> 7 

•'?!;•> LPT 

. :: l 3 • Artificial Sequence 

7 fi - 

•• . peptide in ml 3 coliphage 



Phe His Trp Pro Trp Leu Phe 
1 ' 5 

■ ? 1 0 'j 1 8 1 

:: n > 7 
• : • 1 2 • ppt 

<213> Artificial Sequence 



Random peptide in coliphage M13 
181 

Thr Ala Gin Asp Ser Thr Gly 
1 5 

<2 10> 182 

<::ii> 7 

<212> PP.T 

<213:- Artificial Sequence 

<223> peptide in ml3 coliphage 
<4 00> 182 

Phe His Trp Trp Trp Gin Pro 
1 5 

<210> 183 
<211> 7 
<212;> PPT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml 3 coliphage 

<400> 183 

Phe His Trp Trp Asp Trp Trp 
1 5 

<210> 184 
<2 11> 7 
<2 12> PPT 

<213> Artificial Sequence 



<4 00 > 
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2 2* ? • pept : de in ml 3 col i phage 

0 ( ■ - 1 P 4 

J lu Pro Phe Phe Arg Met Gin 



21 U ■ 165 

- 2 1 ; • 7 

-21/ • PRT 

•r213> Artificial Sequence 



; 2 2 * > peptide in m 1 3 c o i l pi i a q e 
- C ! 0 1 £ E 

Thr Trp Trp Leu Asn Tyr Arg 
1 5 

' 2 ] !"! i 16 6 

211- 7 
2 12: PRT 
■ :21 J > Artificial Sequence 



2 i'i ; 
'i ■-„■ . 



peptide in ml3 coliphage 

• :4(MJ> 186 

Phe His Trp Trp Trp Gin Pro 
1 5 

<210> 187 
-211 > 7 
<212> PRT 

<213> Artificial Sequence 

<223> peptide in m!3 coliphage 
<400> 187 

Gin Pro Ser His Leu Arg Trp 
1 5 

<210> 183 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 

<4 00> 188 

Ser Pro Ala Ser Pro Val Tyr 
1 5 

<210> 189 

< 2 1 1 > 1 
<212:> PRT 

<213> Artificial Sequence 
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?.::o • 

2 2 3- peptide in ml 3 col i phage 



• 4 0 0 • 1 S 9 

Phe His Trp Trp Trp Gin Pro 

S 

2 1 0.> 190 
•211. 7 
■ 2 12 • PRT 

-21.?.; Artificial Sequence 



< 4 0 0 • 190 

His Pro Ser Asn Gin Ala Ser 
1 S 

■2 10 - 19 1 

i i • 7 

-.2 12: PRT 

•-21 i • Artificial Sequence 

■t 2 2 0 . 

•-223 • peptide in ml 3 coliphage 

-4 00 - 191 

Asn Ser Ala Pro Arg Pro Val 
1 5 

<210> 192 

< 2 1 1 > 7 

-212 • PRT 

<213 > Artificial Sequence 

•:220 •> 

<223 > peptide in ml3 coliphage 

<400> 192 

Gin Leu Trp Ser lie Tyr Pro 
1 5 

<210> 193 

<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

<400> 193 

Ser Trp Pro Phe Phe Asp Leu 
1 5 



-:210 

<212 
<213 



194 
7 

PRT 

Artificial Sequence 
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?. :: o . 

.:23 ■■ pept ide in ml 3 col iphage 

■iOD-- 194 

: ; p Th i Tin- Leu Pi o L e u H i s 
1 5 

."'10 ■ 19S 

:: i i 7 

.!12> PRT 

2 1 3 :■• Artificial Sequence 



- 3 • pfpt iu*- ■ r j ml 3 i.ul iphaue 

- -j no-, i c ) c , 

Tip His Trp Gin Met Leu Trp 
I 5 

-•10-. 1 c tf> 
:2 1 1 : 7 

• .: I.: ■ PRT 

•'213:- Artificial Sequence 

'220: 

223: peptide in ml 3 coliphage 
•100 • 196 
Asp Ser Phe Arg Thr Pro Val 



•:2 10: 


197 


-2 11: 


7 


• 212;- 


PRT 


•21 3:- 


Art i f icial 


- : : ;m.) > 




•'223 > 


peptide in 


•:400> 


197 


Thr Ser Pro Leu 


1 




<210> 


198 


<211> 


7 


<212> 


PRT 


<213> 


Art if icial 


<220> 




<223> 


peptide in 


<400> 


198 


Ala Tyr Asn Tyr 1 


1 




<210> 


199 


< 2 1 1 > 


7 


<2 12> 


PRT 


< 2 1 3 > 


Artificial 
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peptide in ml 3 col i phage 



. 4 0C ■ 1 

A r q P r o L eu Hi g A s p Pro M e t 
] 

■ :io :■ c o 

■ -mi : 7 

• 2 1 2 • PPT 

.-.21 j- r- Artificial Sequence 



r cpt i rle in mi 3 co I lpnage 



Tip Pro fer Thr Thr Leu Phe 



211: 7 
2 12;- PRT 

213 ;• Artificial Sequence 



: 2 2 0 : ■ 

peptide in ml 3 col iphage 

; 4 0 0 : • 2 0 1 

Ala Thr Leu Glu Pro Val Arg 



c210:- 2C2 

211 ^ 
<212:- PRT 



Artificial Sequence 



- 22:0. 

<223> peptide in ml3 col iphage 
<400> 202 

Ser Met Thr Vai Leu Arg Pro 



<210i 203 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> peptide in ml3 coliphage 

< 4 0 0 > 2 0 3 

Gin lie Gly Ala Pro Ser Trp 
1 5 

<210 • 2 04 
< 2 1 1 ^ 7 
<212 > PRT 

<213> Artificial Sequence 



• 2 2 ^ ■ 

• 2 2 H • p e p t i d e in m 1 3 c clip h age 

A ] i Pro Asp Leu Tyr Val Pro 
1 5 

• 7 i •") .• ::c c; , 

•211.- 7 

• 2 17 ■ PRT 

•- 2 1 1 - A rtificial Sequence 



:Dl iuc j. j 



Arq Met Pro Pro Leu Leu Pro 
1 5 

• - .' ! 1 0 ■ 7 0 6 
■■'2 i i 7 

•■• 7: 1 2 ■ PRT 

• -2L3 • Artificial Sequence 



peptide in ml 3 coliphage 

7 06 

Ala Lys Ala Thr Pro Glu His 
1 5 

<7 10.- 2 07 
•'211 - 7 
•212 • PRT 

• : 7 1 3 • Artificial Sequence 
. •••{)• 

<223> peptide in ml3 coliphage 
-400- 207 

Thr Pro Pro Leu Arg lie Asn 
1 5 

<210> 208 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<2 20> 

<223> peptide in ml3 coliphage 
<4 00> 208 

Leu Pro lie His Ala Pro His 
1 5 

OlO:- 209 
Oil:.- 7 
<2 12> PRT 

<;213> Artificial Sequence 
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• 4 00 



2 1"' 0 ■ 

2 2 3 - pept i de i n ml 3 co 1 i phage 



A; - p Leu Aeii Ala Ty r ihi His 
1 



- io:» 
."Ml .> 

-:2 12 
-2 ] V- 


2 1 0 
PRT 

A r t i f i c i a 1 


Sequence 


.- '» o ■ 
.. .: \ \ o 


pept i de j ri 
2 1 0 


ml 3 col i phage 


V."iJ Thr Leu Pro 
1 


Asn Phe His 

S 


■'2 i. 0 


2 1 1 




-:2 12: 
•2 1 3: 


PRT 

Art if i c i a 1 


Sequence 


• : 2 2 0 

2 : 


peptide in 


ml 3 coliphage 


• 4 00: 


211 




Asn S 
1 


er Arg Leu 


Pro Thr Leu 

5 


-2 1 0: 
•:211: 
-:212:- 
.:?. 1 3:- 


212 
7 

PRT 

Art i f ici al 


Sequence 


n • . 
<223> 


peptide in 


ml3 coliphage 


<400;- 


212 




Tyr Pro His Pro 
1 


Ser Arg Ser 
5 


«r 2 1 0 > 
<211> 
<212> 
<2 13> 


213 
7 

PRT 

Art i f icial 


Sequence 


<220> 
< 2 2 3 > 


peptide in 


ml3 coliphage 


<400> 


213 




Gly Thr Ala His 
1 


Phe Met Tyr 

5 


<2 10> 
< 2 1 1 > 
<212> 


214 
7 

PRT 





<213> Artificial Sequence 
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■ 2 2 •: ■ peptide in ml 3 col 1 phage 

■ c o .• i 

T y i • S e r L e u L e u F r o T h r A r g 
' 1 5 

2 1 •■' 2 15 

.-211. ■ 7 

■ i .• • prt 

• 2 1 .'■ • Artificial Sequence 



-.-,!,>'> peptide in ml j col i phage 
- ■ 4 0 ; ' : 115 

Leu Pro Arg Arg Thr Leu Leu 
1 5 



•-::i:::- prt 

< 2 Artificial Sequence 



peptide in ml 3 col i phage 
216 

Thr Sei" Thr Leu Leu Trp Lys 
1 5 

<210> 2 17 

<::ii > 7 

<212:- PRT 

•-21/ i ■ Artificial Sequence 



<223> peptide in ml3 coliphage 
<4 00> 2 17 

Thr Ser Asp Met Lys Pro His 
1 5 

<210> 218 
<2 11> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<4 00> 218 

Thr Ser Ser Tyr Leu Ala Leu 
1 5 

•r210:> 219 
<2 11> 7 
<2 12> PRT 

<213> Artificial Sequence 
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2 ' • 



< 4 0 0 • • 



22 3 - peptide in ml 3 col i phage 



■ 4 0 0 ■■■ 2 1 - , 

Asrs Leu Tvr Oly Fro His Asp 

. 2 l r. . 22 0 

-231:- 7 

- 2'12 • PPT 

>'?.1~iz Artificial Sequence 



< 2 2 3 pep t i de i n m 1 3 cu 1 i phage 
<4 00= 220 

Leu Glu Thr Tyr Thr Ala Ser 



- 2- 1 0 • 22] 

2 1 1 : • 7 
"2 12:- PPT 



Art i f i c i a 1 Sequence 



< 2 2(.)> 

3 > peptide in ml 3 col i phage 
<:4 0n> 221 

Ala Tyr Lys Ser Leu Thr Gin 
1 5 

<210> 222 
<2 11> 7 
:2 12> PPT 

■ :213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<400> 222 

Ser Thr Ser Val Tyr Ser Ser 
1 5 

< 2 1 0 > 223 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 
<4 00> 22 3 

Glu Gly Pro Leu Arg Ser Pro 
1 ~ 5 

<210> 224 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
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pept i de in 


m 1 3 col ip h a g e 


■ -1 0 0 • 


: 2 4 




Thr Thr Tyr His Ala Leu Giy 


1 




5 


■ 210:- 


"" 5 




• 1 1 > 






..212 > 


PPT 




< 213 > 


Artificial 


Sequence 


• 22 0 - 






< ?. 2 3 • • 


pppt i de in 

- -. r 


m 1 _5 col i phage 


■-- V U - • ^. ^- 

Va] Ser He Gly 


His Pro Ser 


1 




5 


<-::ll: 






<: 2 1 2 : 


PP T 




< 213: 


Art i f ici al 


Sequence 


< 22 0: 






<22 3:- 


peptide in 


ml 3 col i phage 


<:400: 


2 2 6 




Tlir His Ser His 


Arg Pro Ser 


1 




5 


«:21Q> 


227 




<211:- 


7 




• :212> 


PPT 




• :213> 


Art i f icial 


Sequence 


-\ ^ . 

» . . t_ \ J , • 






<223> 


peptide in 


ml3 coliphage 


<400> 







He Thr Asn Pro Leu Thr Thr 
1 5 



<210> 228 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml 3 coliphage 
<400> 228 

Ser He Gin Ala His His Ser 
1 5 

<210> 229 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
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2 .* : 0 . • 

2 2 3 peptide in m 1 3 co 1 i ph age 



Leu Asn Trp Pro Arg Val Leu 



- 2 1 'J 
.-2 1 1 

■t 212 
-21 3 



230 
7 

PRT 

Artificial Sequence 



•220: 
: . : 2 5 : 



peptiue ±n mI3 conpnaqe 



Tyr Tyr Tyr Ala Pro Pro Pro 



2 I 0 
2 1 1 
212 
213 

22 0 : 



PKT 

Artificial Sequence 



■ 22 2: peptide in ml 3 col i phage 
■:400:- 231 

Scr Leu Trp Thr Arg Leu Pro 
1 5 

210> 2 32 

211 > 7 

212 > PRT 

. 2 1 3 > Artificial Sequence 

-220- 

<223> peptide in ml3 coliphage 
<400> 232 

Asn Val Tyr His Ser Ser Leu 
1 5 

<-210> 233 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

<400> 233 

Asn Ser Pro Kis Pro Pro Thr 
1 5 

<210> 234 
<:211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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■220 > 

■ 2 2 3 > peptide in 

• 4 0 0 > 2 3 4 

Vdl Pro Ala Lys 
1 

1. 1 0 : 2 3 5 

< ; i i . v 
- :; i :: . prt 

-2 12;- Artificial 



ml 3 col i phaqe 



P r o Arg His 

5 



Sequence 



. - 2 2 : pept lue in m i ^ c o i i [> r i n g tr 
1 C C- . 22S 

Wis.: Asn Leu His Pro Asn Arg 
] 5 



< I'll 7 
<::12:- PRT 

<213 • Artificial Sequence 



<22(r- 

<223 • peptide in ml 3 col i phage 

< 4 00 ;:3 6 

Tvr Thr Thr His Arg Trp Leu 
* 1 5 

<210 2 3 7 
<211 .. 7 

<2ir: ■ prt 

<213- Artificial Sequence 

< 2 0 > 

<223> peptide in ml 3 coliphage 
<400> 237 

Ala Val Thr Ala Ala He Val 
1 5 

< 2 1 0 > 238 
<211> 7 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

<400> 238 

Thr Leu Met His Asp Arg Val 
1 5 

<210> 239 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
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• 220 > 

--2 2:. > peptide in ml 3 col i phage 

-•. 4 0 0 > 2 2 9 

Thr Pro Leu Lys Val Pro Tyr 
1 5 

-2 10 • 24 0 

-211 7 

-2 12: PPT 

• - 2 1 >■ . • Artificial Sequence 



- 2 .2 3 : • pep tide in ml 3 o o ± l pr i <ny t 

. : .: Qo : . 2 4 0 

Phe Thr Asn Gin Gin Tyr His 



2 It).. 241 
: 2 1 L : ■ 7 



:2 12 
r 2 1 3 



PPT 

Artificial Sequence 



< 2 2 0: 

-22 3 : • peptide in ml 3 coliphage 
-4 00:- 24 1 

Ser His Val Pro Ser Met Ala 
1 5 

<2 10> 24 2 
<2 11> 7 
<212> PRT 

<213> Artificial Sequence 

2 2 0 > 

<223> peptide in m!3 coliphage 
<4O0> 242 

His Thr Thr Val Tyr Gly Ala 
1 5 

<r210> 243 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 

<400> 243 

Thr Glu Thr Pro Tyr Pro Thr 
1 5 

<210> 244 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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2 20 ..- 

22 3 > peptide in ml 3 col i phage 



00- 2 44 

,eu Thr Thr Pro Phe Ser Ser 
1 5 

210 2 4 S 



: 2 ] 1 
: 2 1 2 
: 2 1 3 



7 

PPT 

Artificial Sequence 



• - . : 2 .3 • pept jdr i ri ml 3 lui i puayc 
•:-t00:- 245 

Gly Val Pro Leu Thr Met Asp 



• 2 1 0 . 246 
: 2 1 1 : 7 

-'2 12 PRT 

< 213- Artificial Sequence 
-220 • 

• :223: peptide in ml3 coliphage 
•:4 0 0: 24 6 

Lyr, Leu Pro Thr Val Leu Arg 
1 5 



< 2 1 0 
<211 
<:212 



247 
7 

PRT 



<213> Artificial Sequence 

< 2 2 o : 

<223> peptide in ml3 coliphage 
<400> 247 

Cys Arg Phe His Gly Asn Arg 
1 5 

<m0> 248 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

<220> 

<22 3 > peptide in ml 3 coliphage 

< 4 0 0 > 2 4 8 

Tyr Thr Arg Asp Phe Glu Ala 
1 5 

< 2 1 0 > 249 

< 2 1 1 > 7 
<212r- PRT 

<213> Artificial Sequence 
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2 2 ) • 

2 2--:- peptide in ml 3 col i phage 



1 o » : 4 3 

S- r Ser Ala Ala G 1 y P ro Arg 
1 5 

■-.no :so 

• - 2 1 L 

PRT 

<21'< • Artificial Sequence 



.'CTL^L-X^-iCr 1 11 t ll_L J> V_ \_» J. - 



Set- Leu lie Gin Tyr Ser Arg 
1 5 

2 1 u 251 
7 

<ji: ■ prt 

<2ls- Artificial Sequence 

<2 ."! «) ; ■ 

<22'i.- peptide in ml 3 coliphage 

< 2 2 0 : ■ 

<22l> M I SC_ FEATURE 
<222:- (7) . . (7) 
<22 3> unknown 

<400> 251 



Asp Ala Leu Met Trp Pro Xaa 
1 5 

«_ : in> :- l s;: 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<2 2 0 > 

<223> peptide in ml3 coliphage 

< 2 2 0 > 

<22 1> MISC_FEATURE 

<222> (3) . . (3) 

< 2 2 3 > unknown 

<400> 252 

Ser Ser Xaa Ser Leu Ty r lie 
1 5 

<2 10> 2 53 

<:211> 7 

<2 12> PRT 

*:213> Artificial Sequence 

< 2 2 0 > 

<223; peptide in ml3 coliphage 
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400:- 2 S3 



The Asn Thr Ser Thr Arg Thr 
1 5 

-210 > 254 

-2 11 ■ 7 

2 1 2 .- PRT 

-2:1 3 > Artificial Sequence 

22 0 • 

•■22 3 > peptide in ml 3 coliphage 
•:400:- 254 

ls:r Val Gin His Val Ala Phe 
1 5 

-210; 2 55 

■:..'] 1 : 7 

-.212. PRT 

= -713- Artificial Sequence 
-220: 

-:223: peptide in ml3 coliphage 

■:4 00> 2 55 

Af-p Tyr Ser Phe Pro Pro Leu 
1 5 

<- 2 1 0 > 256 

<211> 7 

<-212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

- 4 0 0 > 2 5 6 

Val Gly Ser Met Glu Ser Leu 
1 5 

<210> 257 
<2 ll> 7 
<2 12 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

< 2 2 0 > 

<221> MISC_FEATURE 

< 2 2 2 > (2) . . (2) 

< 2 2 3 > unknown 

<220> 

< 2 2 1 > MISC_FEATURE 
<222> (6) . . (6) 

< 2 2 3 > unknown 

<400> 257 
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Phe Xaa Pro Met lie Xaa Ser 
1 5 



•210- 253 

• 2 1 I • 

• -.2 12 ■ PKT 

--2 1.3 • Artificial Sequence 
2 2 0 • 

-22 3 • peptide in ml 3 col i phage 
•4 00 • 2 58 

.•Ma Pro Pro Arg Val Thr Met 



•■2 10 259 

••2 11 7 

-2 12 - PRT 

.213 Artificial Sequence 

•-2 20 .. 

' 32 3 - peptide in ml 3 col i phage 

•1 00 ■ 259 

Tie Ala Thr I.ys Thr Pro Lys 
1 5 

•210. 260 

2 1 1 : - 7 

2 12 :< PRT 
•213:> Artificial Sequence 

- 2 2 0 > 

• 223> peptide in m!3 coliphage 

-4 00> 260 

Pi o Pro Leu Phe Gin lie 
1 5 

-210> 261 

- 2 1 1 > 7 

< 2 12 > PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<400> 261 

Tyr His Thr Ala His Asn Met 
1 5 

<210> 262 
<211> 7 
<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 



<400> 262 



Ser Tyr Tie Gin Ala Thr His 
1 5 



.-.HO..- 26 3 

.: I i > 7 

- .: i > pft 

.': 1 Artificial Sequence 

■- 2 0 :■• 

.12 3 > pep tide in ml 3 coliphage 

■.-:•! 00 > 2 63 

S-?r Ser Phe Ala Thr Phe Leu 



c.:l0> 264 

< 1 1 > / 

-::12 • prt 

:: 1 • Artificial Sequence 



:. 2 2 0 

• 1 2 3 • pept ide in ml 3 coliphage 
-4 00;. 2 64 

Thr Thr Pro Pro Asn Phe Ala 
1 5 

<jl0> 265 
•'21 1: 7 
c212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

-:223> peptide in ml3 coliphage 
<400> 265 

lie Ser Leu Asp Pro Arg Met 
1 5 

< 2 1 0 > 266 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

<400> 266 

Ser Leu Pro Leu Phe Gly Ala 
1 5 

<210> 267 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

< 22 3 > peptide in ml 3 coliphage 
<400> 267 
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-.n Leu Leu Lys Thr Thr Leu 
1 5 



■ .710 ■ 2G8 

• .J 1 I > 7 

• 2 1 2 ;- PRT 

.: 1 \ Artificial Sequence 



- 22 3 ■ peptide in ml 3 col i phage 

-4 00- 2 68 

Asp Gin Asn Leu Pro Arg Arg 



• : 2 I 0 
r 2 1 I 

12 



PRT 



•213. Artificial Sequence 

• 2 2 0 : 

•22* • peptide in m 1 ^ col i phage 

:4 00: 26 9 

Ser His Phe Glu Gin Leu Leu 
1 5 

<2 10: 27 0 
•:211: 7 
<212: PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 

«:4 00; 270 

Tin Piu Gin Leu His His Gly 
1 5 

<210> 271 

< 2 1 1 > 7 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

< 4 0 0 > 271 

Ala Pro Leu Asp Arg lie Thr 
1 5 

<210> 272 
<211> 7 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 

<400> 272 
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Phe Ala Pre Leu lie Ala Hie 
1 5 



• 210- 2 7 3 
•* 1 1 • ' 

• l 2 ■ PRT 

•r 1 3 Artificial Sequence 
- .120 

-223 {peptide in ml 3 col i phage 

-4 00 ■ 27 3 

;>?r Tro lie Gin Thr Phe Met 



: 2 1 0 

: 2 1 1 

:2 1 2 

: :: 1 3 



7 

PRT 

Artificial Sequence 



■ : 2 12 0 

• 223 • peptide in ml 3 coliphage 

.400:- 274 

Asn Thr Trp Pro His Met Tyr 



•:210:- ::7 5 

• : 2 1 1 : • 7 

-212: PRT 

-213> Artificial Sequence 
< 2 2 0 > 

-:223:» peptide in ml3 coliphage 

.-.inn. 275 

'2 li.i Pro Leu Pro Thr Thr Leu 
1 5 

<210> 276 
<211> 7 
-212:. PRT 

<213> Artificial Sequence 

-220> 

<223> peptide in m!3 coliphage 
<400> 276 

His Gly Pro His Leu Phe Asn 
1 5 

<210> 277 
-211- 7 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 
<400> 277 
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7-r Leu Asn Ser Thr Leu Ala 
1 5 



•■ .: 1 0 :■■ 2 7 8 

2 11 v 

2 12 ;■ PPT 

-21 3> Artificial Sequence 

2 2 0 > 

2 23 > peptide in ml 3 col i phage 

- \ 0 0 > 2 7 8 

H :3 Leu His Ser Pro Ser Gly 
i 5 



-211 :> 7 

2 12 • PRT 
•:2 13 > Artificial Sequence 



2 peptide in ml 3 col i phage 
•■100 > 279 

Thr Leu Pro His Arg Leu Asn 



■:210;. 280 

-:2 11> 7 

<212> PRT 

<2 13> Artificial Sequence 

<220> 

«:223> peptide in ml3 coliphage 

t400:> 280 

Ser Ser Pro Arg Giu Va ! His 
1 5 

<210> 281 

<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 

<r1 20 > 

<223> peptide in ml3 coliphage 

<400> 281 

Asn Gin Val Asp Thr Ala Arg 
1 5 

<210> 2 82 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 

<400> 282 
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Tyr Fr - Thr Fro Leu Leu Thr 
* 1 5 



•210 2 8 3 

■ : 2 II: / 

•-212- PF.T 

•213 Artificial Sequence 
■2 2 0- 

• :223: peptide in ml3 coliphage 

•'400.. 283 

His Fro Ala Ala Phe Pro Trp 
1 5 

• : 2 1 0 : 2 E 1 4 
•:2 11: 7 
<212; PF.T 

• : 2 1 3 Artificial Sequence 

•■ . ! 2 0 

•:22 3; peptide in ml 3 coliphage 
-4 00:- 2 84 

Leu Leu Pro His Ser Ser Ala 

5 

•:210> 285 
<211: 7 

• ;212> PF.T 

<213> Artificial Sequence 

<220> 

<223> peptide in ml3 coliphage 
■:40n> 28S 

LfMi Gin Thr Tyt Thr Ala Ser 
1 5 

< 2 1 0 > 286 
-211 > 7 
<212> PRT 

<213> Artificial Sequence 

<-220> 

<223> peptide in ml3 coliphage 

<400> 286 

Lys Tyr Val Pro Leu Pro Pro 
1 5 

<210> 287 

< 2 1 1 > 7 
<:212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml3 coliphage 
<400> 287 
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Leu Al i Leu Hi s A 1 a 




2 88 



PPT 



2 1 3 - A rt i f icial Sequence 
■ ? 2 o . 

223 • Random peptide in col iphage M13 



• 4 00 • 


288 




Tyr G 


lu Ser Leu 


Leu Thr Lys 

5 


: :n n > 


2 89 




< 2 1 1 > 


7 




• 212 > 


PPT 




•213 • 


Artificial 


Sequence 


2 :: o 






:22 3 - 


peptide in 


ml 3 col i phage 


: -lOO- 


2 89 




Ser His Ala Ala 


Ser Gly Thr 


1 




s 


10:- 


290 




-:211:- 


7 




■:212 > 


PRT 




• 2 13 


Art i f icial 


Sequence 


-2 2 0;- 






-223; 


peptide in 


ml3 coliphage 


-4 00; 


290 




■JLy Leu Ala Thr Vai Lys Ser 


1 




5 


<210> 


291 




<211> 


7 




<212> 


PRT 




<213> 


Art i f icial 


Sequence 


<220> 






■:223 > 


peptide in 


m!3 coliphage 



<400> 291 



Gly Ala Thr Ser Phe Gly Leu 
1 5 

•:210> 292 

<211> 7 

«-212> PRT 

<-213> Artificial Sequence 

<:220> 

< 223> peptide in m!3 coliphage 

<400> 292 
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I..-:- Pro Pro Gly Pro Va 1 fc: 



1 o • 


• 2 93 


2 1 1 • 




- 2 1 2 . 


PRT 


213- 


Artificial Sequence 


•220; 
' 2 2 i - 


peptide in ml3 col iphage 


-.40') 


2 9 3 


rh r L 


eu Tyr Va i Ser Gly Asn 


1 


c 


•2 10 . 


294 


211 > 


7 


212 • 


PRT 


2 1 3 ■ 


Artificial Sequence 


2 2 0 ■ 
■ . ' 2 3 


peptide in mi 3 coliphaqe 


4 00 ■ 


2 94 


H i s Ala Pro Phe Lys Ser Gin 


1 


5 


• 2 10: 


295 


•111:- 


7 


. 212:- 


PRT 


■ 2 13 :• 


Artificial Sequence 


- 220 




< 223; 


peptide in ml 3 coliphage 


< 4 00> 


295 


Vil Ala Phe Thr Arg Leu Pro 


1 


5 


< 2 1 0 > 


296 


<r 2 1 1 > 


7 


<212 > 


PRT 


<2 13 > 


Artificial Sequence 



<: 2 2 0 > 

<223 > peptide in ml3 coliphage 
<400> 296 



Leu Pro Thr Arg Thr Pro Ala 
1 5 

-210 > 297 

< 2 1 1 > 7 

< 2 12 :> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coliphage 



<4 00> 



297 



a 5-e; Phe Asp Leu Le u I le 
1 ^ 



210. :: 9 8 

2 11- V 

2 12 ■ PRT 

2 13 ■ Artificial Sequence 



.21:3 - peptide m ml 3 col i phage 
4 00... 2 98 
Arg Met Asn Thr Glu Pro Pro 



- 2 1 0 > 2 0 9 

2 11 ~> 7 

2 12 > PRT 

2 1 ? > Artificial Sequence 



.::2-;> peptide in ml 3 col iphage 
• 4 0 n > 2 9 9 

I.ys Met Thr Pro Leu Thr Thr 
1 5 

•210> 3 00 

2 1 2 > 7 

-r212> PPT 

-213;- Artificial Sequence 

<-22 0> 

«:223> peptide in ml3 coliphage 

<4 0C> 30 0 

Ala Asn Ala Thr Pro Leu Leu 
1 5 

< 2 1 0 > 301 

< 2 1 1 > 7 
<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in ml 3 coliphage 
<4 00> 301 

Thr lie Trp Pro Pro Pro Val 
1 5 

<2 10> 3 02 

< 2 1 1 > 7 
<2 12-> PRT 

<213> Artificial Sequence 
<220 > 

<223> peptide in ml3 coliphage 

<400> 302 



61/65 



t'ln Thr Lyr Vi! Mot Tin Thr 

1 5 



211. 7 
■212 ■ PRT 

21 } Art ificial Sequence 



22%.- L/t^pt idti in ml 3 col iphage 
-*10ii.- 3 0 3 

Asn Ills Ala Val Phe Ala Ser 
1 

?10 , 3 04 
'. : 1 . i > 7 
21 : > PRT 

21/ > Artificial Sequence 

2 2 3 pept. i de? i n ml 3 col i phage 

• 2 20> 

• 22 1 MISC FEATURE 

• 2 22 - (5) . . (5) 
2 2 .3 > unknown 

4 0 0 .-• 3 04 

Lou His Ala Ala Xaa Thr Ser 
1 5 

•'210> 3 05 

• 2 1 1 > 7 
-2 12 > PRT 

-213- Artificial Sequence 

- 220 - 

< 223 > peptide in m!3 coliphage 
^4 00 > 305 

Thr Trp Gin Pro Tyr Phe His 
1 5 

<2 10> 306 
<. 2 1 1 > 7 
<:i2, PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223-' peptide in ml 3 coliphage 

<400> 306 

Ala Pro Leu Ala Leu His Ala 
1 5 

<210> 307 
<211 > 7 
<2 12 > PRT 

<213> Artificial Sequence 
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22-: • peptide in mil roliphane 

4 00-.- 3 0-7 



Thr Ala His Asp Leu Thr Val 
1 5 

i u •> jUB 

'211- 7 

-2 12 > PRT 

•-21 3 > Artificial Sequence 
?20-> 

-223; peptide in ml 3 coliphage 

-•100- 3 08 

Asn Met Thr Asn Met Leu Thr 
1 5 

^ J i (J > 309 

< 2 1 1 > 7 
-212. PRT 

<213> Artificial Sequence 

< 2 2 0 > 

:223 > peptide in ml 3 col i phage 
■:400 > 309 

Gly Ser Gly Leu Ser Gin Asp 
1 5 

■:210> 310 

<211> 7 

<2 12:> PRT 

-213:. Artificial Sequence 

<• 2 2 0 > 

< 2 2 2 > peptide i n m 1 3 c o 1 i p 1 1 a g e 
<400> 310 

Thr Pro lie Lys Thr lie Tyr 
1 5 

< 2 1 0 > 311 

< 2 1 1 > 7 
<212> PRT 

<213> Artificial Sequence 

< 2 2 0 > 

<223> peptide in m!3 coliphage 

, a r\ rs -> -i -i 

- ± u ^ _} ± ± 

Ser His Leu Tyr Arg Ser Ser 
1 5 

<210> 312 
<211> 7 

< 2 1 2 > PRT 

<213> Artificial Sequence 
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2 2 0 ■ 

-22 3:- peptide in ml 3 col iphaqe 
■4 0 0 - 3 12 

His Gly Gin Ala Tip Gin Phc 
1 

-210- 313 

• 211 > 9 

• 2 12 ■ PRT 

•21 3 > Artificial Sequence 

• 320.. 

22 3:- prpririe in ml 3 col: phage 
-4 00:- 313 

Leu Leu Leu Gly Thr Leu Asn lie Val 
1 5 

« . 1 0 J , ! 4 

« 2 1 1 9 

< 212:- PRT 

<213> Artif icial Sequence 

< 2 2 0 > 

< 223> peptide in ml 3 col i phage 
<100> 314 

Leu Leu Met Gly Thr Leu Gly lie Val 
1 5 

< 2 1 0 > 315 

< 2 1 1 > 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml3 coiiphage 
<400> 315 

Thr Leu Gin Asp lie Val Leu His Leu 
1 5 

<210> 316 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide in ml 3 coiiphage 
<400> 316 

Gly Leu His Cys Tyr Glu Gin Leu Val 
1 5 

<210> 317 
<211> 9 
< 2 1 2 > PRT 

<213> Artificial Sequence 
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pept ide in ml 3 col iphaqe 



. o o 


.3 1 




Pro 1 


c-u Lys Gin J 


ii s phe Gin lie 


I 




5 




3 1 8 




-211 - 


3 2 




• 212 ... 


DMA 




- 2 13 ■ 


Art i f i c i a 1 


5" equonrp 


- 2 2 0 > 






- ." -2 3 • 


random DNA 


in ml 3 co 1 i pha 


• 1 00 > 


3 1 8 





aqatatacat atggatgatg aagtcgacgt gg 32 

< 2 1 0 > 3 19 

' 211 > 3 5 

•-' " 1 2 > DNA 

■: 2 1 3 > Artificial Sequence 
-220 > 

- 223> random DNA in ml 3 coliphage 

•:4 00> 3 19 

tcggatcctt acaattcatc cttctctgta gattc 35 

•:210:> 320 

<211:> 5 

<212> PRT 

<213> Artificial Sequence 

<22 0> 

<223> Random peptide in coliphage Ml 3 

< 4 0 0 3 2 0 

Phe His Trp Trp Trp 
1 5 

<210> 321 
<211> 19 

< 2 1 2 > PRT 

<213> Artificial Sequence 
<220> 

<223> hybrid peptide 
<400> 321 

Ser lie lie Asn Phe Glu L,ys Leu Gly Ser Gly His Trp Asp Phe Ala 
1 5 10 15 

Trp Pro Trp 
19 
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